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Additional Findings Pfi % 2535

As part of the consent in joining the Hong Kong Genome Project (HKGP), participants would be asked
if they would like to learn about additional genomic information that may be related to genetic
diseases and health risks. This additional information is called the “Additional Findings”, in which the
identified variant is disease-causing but is not related to the participants’ primary health concerns. If
participants consent to receive Additional Findings, we will inform participants whether
pathogenic/likely pathogenic variants are identified in the following genes.
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Diseases Genes Adults Children
IR Z2H A KB
Lynch syndrome MLH1 4
$EEII7|—|:| MSHZ \/
(B9 EEMIEEAASEASE) | MSH6 g
Familial adenomatous polyposis
s o R APC v v
RIEH R BIRIE RS
MYH-associated polyposis v
MUTYH
MYH A8 B8R A %S
Hereditary Breast and Ovarian Cancer | BRCA1 4
Syndrome L,
cee g BRCA2
EEMIRAINE RS
Von HlppeI—Lmdau syndrome
PN VHL v v
'fE $$ nTI'l:Ir_
Mult|ple endocrine neoplasia MEN1 v 4
ZRMA DR RET v v
Familial hypercholesterolaemia LDLR v 4
RSB B APOB_| ¥ 7
PCSK9 v v

Version dated August 2021
2021 &8 Fo7F*



